characterized as a cyclic depsipeptide consisted of eight amino acids, three or four of which are TV-methylated, and one hydroxy acid. In the course of our search for new Ab's, we discovered six new congeners designated 525 as AbT1? AbT2, AbT3, AbT4, AbU1? and AbU2 (Table   1 ). Here we report their isolation, structures and antifungal activities.
The fermentation broth (3,700 liters) prepared as described previously4) was treated with an equal volume of 95%ethanol. After mixing and centrifugation, the supernatant obtained was applied to a HP-40 (Mitsubishi Chemical Industries Co., Ltd.) column (400 liters), and the column was washed with 50%ethanol in water
(1,000 liters) and eluted with ethanol (2,900 liters). Fractions having antifungal activity against Candida albicans were collected and concentrated in vacuo to obtain a mixture of Ab's (2,600g). The mixture was dissolved in chloroform, applied on a silica-gel column (30x 100cm, 30~70jum), and eluted with a solvent of jSHQMeVal, jS-hydroxy-A^-methylvaline; Pro, proline; alle, alloisoleucine; Mealle, A^-methylalloisoleucine;
MeLeu, A^-methylleucine; Leu, leucihe; jffHOMePhe, j5-hydroxy-7V-methylphenylalanine. Table 2 . Amino acid composition, HRFAB-MS data, and molecular formulas of aureobasidins T\~T4, U1 and U2. (10 x 50cm, 15~30/mi) with 70% acetonitrile in water. Ab's T1~T4 were isolated from the hydrophobic fraction by the repetitive HPLCprocedures, yielding pure AbT\ (30mg), AbT2 (10mg), AbT3 (76mg), and AbT4 (15mg). Ab's Ux and U2 were isolated from the hydrophilic fraction by the HPLC procedures, yielding pure Abl( 15mg) and AbU2 (24mg).
Amino acid analyses of the amino acids and Nmethylated amino acids of the six new Ab's were carried out as described previously2) and molecular formulas of them were determined by HRFAB-MS with
Jeol-JMS DX-302 (Table 2) . AbT\ had the same amino acid composition and molecular formula (Table 2) as AbA, and further showed the same fragment ions in its FAB-MS (Table 3) as AbA, suggesting a difference in the stereochemistry of the constituent amino acids or hydroxy acid. The stereochemistry of each amino acid residue was found to be L-form, the same as that of AbA, by HPLCwith the The molecular formula of AbU2was smaller than AbAby two methylene units, which was also indicated 
